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Abstract  Responsive to dehydration (RD) is a class of genes that regulates dehydration in plants.
They are functionally tolerant to plant dehydration, some of which are responsive to abiotic stresses
such as low temperature and high salinity. However, they belong to different families, respectively,
and have discrepancy in the structure and function. In this paper, the structural composition,
conserved motif, regulatory mechanism, and the function in response to biotic and abiotic stress were
summarized in different RDs, as well as the different cis-acting elements in the promoter region
played a role in response to abiotic stress so as to provide relevant basis for future researches on RD.
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A FIRAARIER RD 1 .S, Solanum lycopersicum; Ss, Saccharum spontaneum; Gh, Gossypium hirsutum; St, Solanum tuberosum;
Gm, Glycine max;B M lEl—#Fhh RD19 1 RD21 11 : At, Arabidopsis thaliana ; C RS E R ) RD22 85 :Ks, Knorringia
sibirica; As, Apostasia shenzhenica; Eg, Elaeis guineensis; Br, Brassica rapa; Pd, Prunus dulcis; Vv, Vitis vinifera; Ga, Gossypium
arboreum ; Na, Nicotiana attenuata;D A 2 A Fh ) RD20 8 1 :Bj, Brassica juncea; E FonF— AR Ay RD19 Al RD21 :Bp,
Bordetella pertussis ;¥ AR Ff 4 i9 RD17 & 19 : Aa, Anthurium amnicola; Pxb, Pyrus x bretschneideri; Pa, Prunus avium; Mn,

Morus notabilis; Nc, Nymphaea colorata; Gs, Glycine soja; Es, Eutrema salsugineum; Cr, Capsella rubella; Als, Arabidopsis lyrata
subsp. lyrata; G RD29A F1 RD29B 41 A RD29 & 11 ; Lk Je— Ay RD26 &
2 AEHF RD EAREHULXFR
Fig. 2 Neighbor-joining phylogenetic relationships among RD1, RD2, RD3, RD5, RD7, RD17, RD19,
RD20, RD21, RD22, RD26, RD28, and RD29 from some plant species
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Fig.3 RD phylogenetic tree analysis and protein conserved domain prediction
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TFARZR R A B T R, LB v A 3 IR K R A
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FAIFIK A T B S L8R B VR, ) 2
e At

Fujita %' % Bl RD26 & — 1 4 4
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PIai%E T . RD20 MR 5 A% 5 o
FIK RD20 WM PR T2 B0 BUAE i 1 ) J5 J2 i o
I3 HBUE (5 A 2 B B R ) AN B (i
SRHEAR T TE AN T A BRI ) TR Y,
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